JoY) asl) _ pdiladl Alaalf AgilaY) Ll Egay 38 e dlaa 2016

) gad) (Blaall anad) dlad) g 009 ae g (IGF-1) ¢l dnadi (ppad AUl daed aaye
ewb JM\ Ale gSﬂ\
Relationship Between Polymorphism of IGF-1 Gene in Dams with Body Weight and
Dimension in Birth and Weaning in Turkish Awassi Sheep

)41 dada dw SN Ui i s sball Jia ea (2l
el )l A4S /alang dadls
Crol) Anala Aila ) Ll &gan S e
AL-Ithawi R.H Al-Anbari N.N Nida S.M*
College of Agriculture/ Baghdad University
Biotechnology Research Center/ Al-Nahrain University*

E-mail: Reyadh_sangal@yahoo.com

oadlal)
Ao el clilga (b gall) Clbuay A e 48) 5 ilasl g 0S8 dadpall clisad) (o 2y IGF-1 Gl sl 4dd) galll G50 ()
A 3y (SN ol gl alie) B IGF-1 02> (= 5 flanking region ddkia 3 jaUSal) amf yaai ) ) Ciags | JUSY) Lgdag
dihia) diclaal 3a3aa &l yayl n daddind g daai 64 (0 DNA  padiliu) ai | galll Gliua (anyg Ld Aol qusS 8l G 4Bal)
il cidas 3 Haell ahld)) a3 aladiulyg RLFP Adl; 45 )60 jaUial) s yaad af LS PCR A cuadl (e & glhaall
O &80l ) AN g g8 cad il L %3.5 39SY) ada A cla ) @l sy Basl g delu Baal 037 A3y PCR Al ddsliaal)
AA A 5 ) 3N ¢a 0S8 9% 9.09 5 41.82 5 49.09 g tal) AS il Lyl 2l (gladd) aliSY) dle A (IGF-1) Gl gudY) dppd
Bl e el A IGF-1 ¢l (Al qus il il sy &y ginall ddle quudll 038 ¢ (3980 @ilSy (s = BB 9 AB 9
QS ) DAL Lgina AL a8 Sl tie duliall ciliall AL L (P<0.05) Lisine Sl die juall haag asal) Jshg (Slaall
O Suzb alaill g Dall ¢y Asi sl 83U Jimag (5l A (P<0.05) Ligina Lk dliLia (1S 388 il xie Wl IGF-1 ¢pall )l
Ol ) dgadi Cx Julas (389 0.30 B U 1S oS (pa (B 070 A JaS L) ) Sl Al peed) 138 de sl LS Qs
JAGF-1
RFLP ¢ gaill ciliua ¢2pal guai! dsaddi (an ¢ jaURRL 3303 ¢S il sl gl ali2Y) sApalidal) cilalsl)
Abstract
The insulin-like growth factor 1 (IGF-1) gene has been described in several studies as a candidate gene for
growth traits in farm animals. The objective of this study was to Identify the polymorphism in the 5’
flanking region of the Turkish Awassi sheep insulin-like growth factor I (IGF-1) gene and relationship of
this genotype with some growth traits. The DNA of 64 ewes was evaluated. Primers were supplied for
amplifying the specific segment. Polymerase Chain Reaction (PCR) accomplished after finding the best
condition to do the reaction. The specific segment amplified well. RFLP markers were used for detecting
the polymorphisms of the segment. its analysis was performed by incubating of PCR product by Haell
restriction enzyme at 37°C for 1 h. Gels were visualized using 3.5% agarose. The distribution percentage
of polymorphism of the 5’ flanking region IGF-1 gene in ewe's sample were 49.09, 41.82 and 9.09 % for
AA, AB & BB genotype respectively. The variations among these percentages were highly significant
(P<0.01). The effect of this polymorphism was significant (P<0.05) on lamb's birth weight, body length
heart girth at birth, while it lacked significance on the remaining traits with various IGF-1
polymorphism. At lambs weaning, significant variance of weaning weight, weight gain from birth to
weaning and body mass index were noticed with various IGF-1 polymorphism). In conclusion, gene
expression of IGF-1 gene revealed possibility of adopted this gene in sheep improvement strategy to
increase the economic gain in the breeding schemes.
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Component Reaction size
Scal (20000 units\ml) 0.3ul
Product PCR 4 ul
1X NEBuffer 4 1l
DNase Free Water 4.6 pl

Ak cpal A8 ) alladl) aas L8l Al ) [8] SAS- Statistical Analysis System gl ) Jlesiuly Wilas) Glbad) Jalas &5
il yal) Jans i LR aladinly cilla giall s 4y sinal) (35 ) iy g g o(o2lad 5 pad) ) 5 5)) Adlisll claall b (IGF-1) ol sus)
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